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The Global Industry Coalition (GIC)1 is pleased to make the following submission of information on
synthetic biology in response to the request of the Executive Secretary2 for “information and
supporting documentation” on four topics from decision XIV/19 of the Conference of the Parties to
the Convention on Biological Diversity (CBD). In this submission, the GIC provides an in-depth analysis
of the four topics (A - D) listed in the decision and notification SCBD/CP/DC/MA/MW/87791. This
submission is supported by recent peer-reviewed publications and information from relevant sources
as noted.

A.

The relationship between synthetic biology and the criteria set out in decision IX/29,
paragraph 12, in order to contribute to the completion of the assessment requested in
decision XII/24, paragraph 2, building on the preliminary analysis prepared by the
Executive Secretary in document SBSTTA/22/INF/17;

SUMMARY: The question of whether synthetic biology is a new and emerging issue (NEI)
relating to conservation and sustainable use of biodiversity remains unanswered despite
extensive programs of work undertaken since 20103 by the CBD (technical reports,
submissions of information and peer reviews, on-line fora, two Ad Hoc Technical Expert
Group meetings and peer reviewed reports, and meetings of the Subsidiary Body on
Scientific, Technical and Technological Advice (SBSTTA) and Conference of the Parties
(COP)). The GIC is of the view that the completion of a robust, factual, evidence-based,
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and transparent NEI analysis that results in the identification of synthetic biology as a
NEI should be a prerequisite for any on-going work on the topic under the CBD and its
Protocols4. Our consideration of the criteria for identifying a NEI demonstrates that it
cannot be concluded that synthetic biology qualifies. It is critical to recall items “(b) New
evidence of unexpected and significant impacts on biodiversity” and “(c) Urgency of
addressing the issue/imminence of the risk caused by the issue to the effective
implementation of the Convention as well as the magnitude of actual and potential
impact on biodiversity” of paragraph 12 of the Decision IX/29 as key indicators to be
achieved aimed at considering an issue as a NEI. Further, despite extensive work
conducted under the CBD over almost ten years, there is no evidence for specific
regulatory gaps or biosafety risks associated with current or foreseeable applications
that cannot be managed by existing regulatory approaches.

Decision IX/29
This topic refers to the necessary assessment for identifying a new and emerging issue relating to the
conservation and sustainable use of biological diversity. The process is set out in Decision IX/29,5
whereby proposals from “Parties and relevant organizations” are reviewed by SBSTTA, and in cases
where SBSTTA identifies a NEI, it will “elaborate a scientific and technical analysis with options for
action for consideration” by the COP. The GIC supports this process and its inclusion in the terms of
reference for the AHTEG. As such, we strongly support the “…completion of a robust analysis using
the criteria set out in paragraph 12 of decision IX/29” (emphasis added) as stated in the paragraph
referred to in decision XII/246. The GIC has long been of the view that the mandate of the AHTEG
should be limited to addressing this analysis as a necessary first step to justify the commitment of
extensive resources from both the Secretariat and Parties to work programs. In the absence of a
determination by the Parties that synthetic biology meets the criteria for a NEI, the GIC questions the
rationale for continued extension and expansion of the synthetic biology work program beyond
information sharing as a means of horizon scanning through the Open-ended Online Forum.

For the topic of synthetic biology, NEI proposals were first made in 2010, and following consideration
of submitted information that was invited7 to address the decision IX/29 criteria, SBSTTA-18
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concluded that there was “insufficient information to finalize an analysis of whether synthetic biology
is a new and emerging issue”8. An extensive synthetic biology work program was subsequently
established in 20149, extended in 201610 and again in 201811. The synthetic biology work programs
have included further submissions of information on a range of topics, some linked to the NEI criteria,
as well as online discussions of these topics and deliberations by two AHTEGs (in 2015 and 2017).
However, instead of these activities contributing to formally completing the requested NEI
assessment, it has been left open for almost ten years, compromising the credibility of the whole NEI
process and requiring substantial resource investment by all involved. During this time, “synthetic
biology” has become the CBD mechanism for debating a vast array of early research concepts and
enabling technologies that have emerged or been contemplated in the field of biotechnology, despite
the fact that some of these technologies are not considered to be synthetic biology. The GIC stresses
that technological developments are the logical consequence of accumulated knowledge and
experience and are aimed at improved process efficiency and predictability of outcomes without
necessarily creating new “issues”.

The GIC notes that the terms of reference for the 2017 AHTEG included providing a recommendation
to facilitate “an analysis against the criteria set out in paragraph 12 of decision IX/29 to contribute to
the completion of the assessment requested in paragraph 2 of decision XII/24” by SBSTTA12, but this
was not undertaken and completed13. Instead the AHTEG deferred the analysis requested “… until
further guidance was provided” from SBSTTA on how to apply the criteria of paragraph 12 in decision
IX/29. This was on the agenda for SBSTTA-2114, but no clarification on the application of the decision
IX/29 criteria was elaborated in the decision15. The Secretariat then prepared a “preliminary
analysis”, “by linking relevant statements in the AHTEG reports to the criteria” of paragraph 1216. The
GIC stresses that this does not in any way constitute a “robust analysis”, and it does not comply with
the mandate approved. As such, we are not in a position to support its consideration or use as a basis
for the NEI analysis. The preliminary analysis by the Secretariat is problematic for at least two
8
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significant reasons. Firstly, because it is not clear how the Secretariat determined what constituted
“relevant statements” for inclusion. Secondly, because AHTEG reports are not consensus documents;
rather, they include the spectrum of views in the group, some of which may be held by one individual.
The GIC stresses that these are methodological weaknesses that should invalidate the “preliminary
analysis”. In the absence of clear and transparent methodology and credible information, the
document is indefensible and cannot contribute towards the robust assessment expected by Parties.

Paragraphs 11 and 12 of Decision IX/29
The criteria delineated in paragraph 12 of decision IX/29 are reproduced with our comments added
below. As elaborated in the 2017 GIC submission on the NEI process17 - a view supported by
numerous Parties in their submissions and at the COP14 discussions - the GIC’s view is that all of
these criteria must be considered as a whole. In the present submission, the GIC has endeavored to
provide a detailed consideration of synthetic biology in the context of each criterion. We also
emphasize that the criteria of paragraph 12 should be viewed as building on the requirements of
paragraph 11, also reproduced below, which provides the framework for a proposal. We note that it
is challenging, if not impossible, to apply these criteria in a meaningful way to an undefined term like
“synthetic biology”, and we have focused on certain applications that have featured in the CBD
synthetic biology discussions. The GIC believes that for an issue to be considered against the criteria
in decision XII/29, and to potentially meet those criteria, it must be a well-defined application that
is intended to be released into the environment, e.g. a specific product.

Paragraph 11

“Decides that proposals for emerging issues should, where possible, be

accompanied with information on:
(a) Why the issue needs urgent attention by the Subsidiary Body on Scientific, Technical
and Technological Advice (including how it impacts biodiversity);
(b) How it affects the attainment of the objectives of the Convention (citing relevant
articles);
(c) Thematic programmes of work and/or cross-cutting issues that could contribute to
the resolution of the issue;
(d) Work already under way by relevant organizations addressing the issue; and
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(e) Credible sources of information, preferably from peer-reviewed articles;”

Paragraph 12

“Further decides that the following criteria should be used for identifying new

and emerging issues related to the conservation and sustainable use of biodiversity:
“(a) Relevance of the issue to the implementation of the objectives of the Convention and
its existing programmes of work;”
The relevance of the issue to the CBD should be clearly established as a first step. Our view is that
synthetic biology falls within the definition of “biotechnology” under the CBD and “modern
biotechnology” under the Cartagena Protocol and is therefore broadly relevant. However, an
undefined field or group of “new” technologies as a whole cannot be considered against this criterion
(or the other criteria of paragraph 12) in a meaningful way. We emphasize that relevance to the
implementation of the objectives of the Convention can only be considered in the context of specific
applications that are realistically foreseeable. This requires that they are plausible, technically
feasible, and likely to be released into the environment in the foreseeable future – as opposed to
speculation on the potential outcomes of every early research concept and enabling technology that
emerges in the field. In our view, no credible information or evidence (using the language of
paragraph 11(e)) has been presented demonstrating an actual or potential (using the language of
other paragraph 12 criteria below) challenge to the implementation of the objectives of the CBD and
its existing programs of work by any specific use of a product of biotechnology enabled by advances
in synthetic biology. As we have noted above, establishing relevance according to this criterion, while
important, is not a deciding criterion on its own and the other criteria of paragraph 12 need to be
considered as a whole to identify a NEI.

The GIC emphasizes that the array of existing regulatory mechanisms that apply to
biotechnology/modern biotechnology continue to apply to “synthetic biology” related activities
and products. We have reviewed some of these in detail in our 2017 submission of information18.

“(b) New evidence of unexpected and significant impacts on biodiversity;”
The GIC is not aware of, and does not believe that, any credible “new evidence of unexpected and
significant impacts on biodiversity” has been provided in the CBD synthetic biology discussions. The
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word “credible” is an important inclusion in paragraph 11(e) and it is necessary to provide balance
against subjective opinions as being considered “evidence”. In the past, lists of examples have been
provided of “new developments” often hypothetical, along with speculation of risk and outcomes
that “might” occur19 that are unsupported by credible evidence.

What constitutes an “impact” or an “unexpected” or “significant” impact is not defined, however
guidance in the context of living modified organisms may be found in the Supplementary Protocol on
Liability and Redress20. Also, considering the language of the other criteria of paragraph 12, which
refer to “urgency” and “imminence of risk”, it is assumed that the “impact” needs to be negative or
adverse. The Supplementary Protocol is concerned with “damage” that is “significant”, with
“damage” defined as an “adverse effect on the conservation and sustainable use of biological
diversity, taking also into account risks to human health, that is measurable or otherwise observable
taking into account, wherever available, scientifically-established baselines recognized by a
competent authority that takes into account any other human induced variation and natural
variation…”21 (emphasis added). Whether the damage/adverse effect is “significant” needs to be
determined on the basis of factors such as22:
a. The long-term or permanent change, to be understood as change that will not be
redressed through natural recovery within a reasonable period of time;
b. The extent of the qualitative or quantitative changes that adversely affect the
components of biological diversity;
c. The reduction of the ability of components of biological diversity to provide goods
and services;
d.

The extent of any adverse effects on human health in the context of the
Protocol.

We note that the concerns raised today about the potential impacts of “synthetic biology” echo
those that were initially raised for biotechnology, and for its application to develop biotech crops in
particular. Decades later there remains no credible evidence for “unexpected and significant impacts
19
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on biodiversity” of engineered organisms that have been released into the environment, or of
“damage” in accordance with the Supplementary Protocol; in fact the opposite has been
demonstrated with a large body of published evidence showing a range of beneficial outcomes23.
Proper consideration of the elements of paragraph 11 would take into account and extrapolate from
this corpus (i.e. credible information); however, it is largely overlooked in the CBD synthetic biology
discourse.

“(c) Urgency of addressing the issue/imminence of the risk caused by the issue to the
effective implementation of the Convention as well as the magnitude of actual and
potential impact on biodiversity;”
The GIC emphasizes that the array of existing regulatory mechanisms that apply to
biotechnology/modern biotechnology continue to apply to any risks presented by “synthetic
biology” related activities and products. We also highlight there can be no “urgency” to
address synthetic biology as an “issue” or “imminence of risk” caused by it. Firstly, an illdefined field or group of technologies do not in themselves present regulatory challenges –
regulatory clarity is often obtained upon introduction of a tangible, specific use. Secondly, as
we have stated above for criterion (b), no credible evidence has been presented of unexpected
and adverse impacts (actual or potential) on biodiversity. In the absence of regulatory gaps and
any credible evidence of “actual” impacts there can be no “urgency” or “imminence of risk”.
Certain prominent elements of the CBD synthetic biology discourse are focused on “potential”
impacts and their potential magnitude, which have been speculation driven and not based on
credible evidence. Claims of urgency are most pronounced in regard to gene drives, and these
are discussed in further detail under the paragraph 12 criteria that follow (criteria (d), (e) and
(f), as well as topics B and C).

The GIC notes that unsubstantiated claims have been made that existing regulatory
frameworks may not be adequate to handle the potential risks of synthetic biology. However,
there have not been any identified cases of such challenges to risk assessment. In the risk
assessment work program under the Cartagena Protocol, experienced biotech regulators could
23

CropLife International has compiled an extensive, publicly-available, up-to-date database containing
published literature that demonstrates benefits of biotechnology for the environment and for agriculture
available at: http://biotechbenefits.croplife.org/.

7

not identify specific examples of current or foreseeable synthetic biology applications that
presented novel regulatory challenges or biosafety risks that could not be managed using
established regulatory approaches24. Further, a recent expert report (German Central
Committee on Biological Safety, ZKBS25) specifically investigated the potential regulatory
challenges arising from synthetic biology applications, and concluded that “the research
approaches currently pursued in Synthetic Biology in Germany as well as worldwide involve no
specific risks for biological safety other than those already being assessed for “conventional”
genetic engineering by applying the GenTG [domestic regulatory framework] and other
international regulations” (emphasis added)26. The GIC agrees with many regulatory
authorities who have stated that governance and adequate oversight are in place to allow
continuous developments in the field of biotechnology, including also for current and
foreseeable developments in synthetic biology.

“(d) Actual geographic coverage and potential spread, including rate of spread, of the
identified issue relating to the conservation and sustainable use of biodiversity;”
As alluded to earlier, assessing phenomena such as “actual geographic coverage and potential
spread” requires having a tangible or defined product/organism as the subject of the
assessment, as opposed to examples of enabling technologies. As we note for paragraph 12
criterion (c) above, discussions on “hypothetical” or “potential” rather than “actual” cannot
lead to meaningful conclusions. We continue to assert that credible evidence only exists for
specific products, for example biotech crops that have been released into the environment for
more than twenty years. Further, concerns regarding their impacts on biodiversity, which
include the impacts of gene flow such as transgene spread to wild relatives and invasiveness in
natural habitats, have not eventuated despite releases into the environment of a scale
24
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(commercial releases) of an accumulated 2.3 billion hectares over the 22 years since biotech
crops were first commercialized27. These concerns were largely based on suggestions that the
traits expressed by biotech crops would confer selective advantages outside of highly managed
agricultural environments. The evidence supports ~800 regulatory approvals that have been
granted between 1992-2017 in 40 countries28 which conclude that biotech crops do not
present any greater risk than their conventional counterparts. Conversely, there is a significant
body of evidence demonstrating a range of environmental benefits29.

Gene drives have become a predominant topic in the CBD synthetic biology discussions, with
calls for a moratorium because of concerns regarding their potential geographical spread and
hypothesized unintended and/or irreversible consequences. Organisms containing engineered
gene drives are LMOs (per the Cartagena Protocol), but they differ from LMOs released into
the environment previously in that they are designed, in theory, to spread in order to achieve
the intended outcome, e.g. control of a vector-borne disease. The CBD discussions on gene
drives overlook the current technical capabilities and status of gene drive research and instead
create a false impression of technological probability and imminence of environmental release.
It also overlooks the awareness of the gene drive research community of these concerns, and
the cautious, step-wise and transparent approach it is taking to understanding the potential
impacts of the technology30.

The term “gene drive” refers to a range of genetic mechanisms that lead to the transmission of
a specific allele (gene variant) with a frequency of greater than 50% to the next generation. In
theory, a successfully engineered gene drive could lead to the preferential increase in the
frequency of a specific genotype over many generations, and an entire population could
eventually have that genotype31. As a first step, for an engineered gene drive to work, the
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target organism must have certain characteristics: sexual reproduction, short generation time
(i.e. reproduces rapidly so that the gene can spread), and amenability to transformation (i.e. it
is possible to insert a gene drive, creating a transgenic organism). Gene drives therefore would
not be of practical relevance in viruses, bacteria, many plants and some animals, including
humans32. The most technically advanced applications with real-world applications are
currently in vector control and conservation33. Mosquitoes are the best example of the few
cases where it is hoped that engineered gene drives will work34, but they are not expected to
be ready for field testing for at least five years35.

Reports of proofs of concept or new developments in a laboratory with uniform populations
and highly controlled conditions do not equate to imminent environmental release or fully
operational technology in wild populations. The gene drive research community has identified
significant technical challenges that must be overcome for engineered gene drives to work in
wild populations, including fitness costs in organisms carrying the drive, and high rates of
resistance evolution that inactivates the drive36. In a recent small-scale laboratory proof-ofconcept study with caged mosquitoes (Anopheles gambiae), an engineered gene drive reached
100% prevalence within 7-11 generations37. The authors highlighted that these laboratory
results do not rule out impacts on the fitness of organisms carrying the gene drive or that the
gene drive won’t be compromised by the development of resistance, and that further testing is
required on a larger scale (in confined conditions) that more closely resembles native
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ecological conditions38. In parallel to the much-hyped technological developments and
laboratory-based research, the gene drive community is actively investigating the potential
behavior of gene drives in wild populations based on modelling39 before field releases are
proposed. Another area of active investigation is mitigation, which is discussed in further detail
under the following criterion (criterion (e)).

“(e) Evidence of the absence or limited availability of tools to limit or mitigate the
negative impacts of the identified issue on the conservation and sustainable use of
biodiversity;”
This criterion calls for evidence that risk management would be impracticable or unacceptably
challenging. Regulators experienced with actual synthetic biology applications have already noted
that this is not the case and this is not foreseeable40. In addition, the GIC notes that a previous CBD
online discussion41 and the 2017 AHTEG considered the related topic of “tools to detect and monitor
the organisms, components and products of synthetic biology”42. The GIC agrees with the conclusion
in the AHTEG report that tools in use for the detection, identification and monitoring of LMOs can be
used for organisms developed through “synthetic biology” – or more precisely, that the tools exist to
enable the development of specific methods for newly created LMOs i.e., products of synthetic
biology.

As noted above, organisms containing engineered gene drives differ from LMOs released into the
environment previously in that they are designed (in theory) to spread and persist. The scientific
community has recommended the use of multiple confinement and containment strategies to reduce
the potential for unintended releases during gene drive research and development43. Their research
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also includes investigation of mitigation strategies in the event of unintended release or
consequences, and mechanisms that have been proposed include: molecular (e.g. separation of drive
components) and physical confinement; geographical (e.g. trials in regions where there are no native
populations of the target organisms), ecological or reproductive containment; the tandem use of
immunization drives; the release of reversal drives to remove the initially introduced trait; and the
use of drives designed to have limited spread (e.g. threshold dependent drives)44. It is also proposed
that the presence and prevalence of drives could be monitored by targeted amplification or metagenomic sequencing of environmental samples45. It is noteworthy that several mitigation strategies
and combinations of these were also proposed for biotech crops in the early years of biotech crop
commercialization in response to similar concerns46.

We note above under paragraph 12 criterion (e) that the gene drive community is taking a cautious,
step-wise and open approach in their research towards developing the technology and
understanding its potential impacts. Their activities are in line with the COP14 decision on synthetic
biology47 that calls for a precautionary approach. The decision also calls for releases of organisms
containing engineered gene drives to be considered on the basis of scientifically sound case-by-case
risk assessments, with appropriate risk management measures in place to avoid or minimize
potential adverse effects. The continuation of research is vital for informing and enabling risk
assessment and for identifying appropriate risk management measures.
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Another related issue discussed under this topic is whether organisms which contain mutations
generated with the aid of genome editing tools should be considered as products of synthetic
biology, and if they are, it might be challenging to use DNA detection methods for their detection and
identification. The GIC has maintained that genome editing is not synthetic biology, rather it is a
broad category of enabling tools that can be applied to achieve various outcomes (discussed in more
detail below under topic B). In applications of genome editing that result in an organism considered
to be an LMO, adequate detection tools can be developed as required using existing approaches.

“(f) Magnitude of actual and potential impact of the identified issue on human wellbeing;”
Many of the “new developments” in synthetic biology/biotechnology are aimed at human
health applications, and these are often an indicator of how technology may develop in other
sectors – the recombinant DNA technology giving rise to biotech crops, and more recently,
genome editing in crops, provide examples of this. We have addressed the actual benefits of
biotechnology in agriculture for human well-being, in terms of economic benefits, elsewhere in
this submission (see especially paragraph 12 criterion (g) below, and topic C). It is anticipated
that with technological development the range of benefits already demonstrated will continue
to be provided. Furthermore, current research and development is aimed at improving upon
these and providing an expanded range of benefits including improved nutrition, e.g.
biofortified crops to address micronutrient deficiencies48.

The potential impact of gene drives on human well-being provides a strong case against a
moratorium. Gene drive research is most advanced for the application of controlling
devastating human diseases spread by mosquitoes (e.g. Malaria, West Nile fever, Dengue
fever, yellow fever, trypanosomiasis, Chikungunya, and Zika). Campaigns for a moratorium are
based upon speculation about what gene drives could be used for without considering the
human cost of not using them for their intended purpose. Malaria is a global public health
48
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problem, and according to the World Health Organization, in 2017 there was an estimated 219
million cases of malaria and 435,000 deaths, of which 61% are children under 5 years. Further,
an estimated US$3.1 billion was spent on malaria control and elimination efforts globally, with
no significant progress made in global malaria incidence since 2010. Furthermore, mosquitoes
are becoming increasingly resistant to pesticides and antimalarial drugs are losing efficacy49.
There is an obvious need for research on new mosquito control methods50, and gene drives
with their potential to be relatively long-term and cost-effective can complement existing
methods51.

“(g) Magnitude of actual and potential impact of the identified issue on productive
sectors and economic well-being as related to the conservation and sustainable use
of biodiversity;”
Synthetic biology/biotechnology is the basis of the “bioeconomy”, a broad concept with visions of
addressing global challenges including food security, health, industrial restructuring, and energy
security52, and about half of the 17 UN Sustainable Development Goals53. Substantial investment is
being made in the bioeconomy, e.g. in Europe54, where it is expected to produce economic growth
and job creation, and create value through investment in innovative research and development and
commercialization. Of relevance to the objectives of the CBD, the bioeconomy is also expected to
improve environmental sustainability through reduced reliance on fossil fuels and improved
efficiency of processes, e.g. by use of renewable resources, recycling of waste, and more efficient
(reduced land use and inputs) agriculture55.

49

World Health Organization (2018) World malaria report. Available at:
https://www.who.int/malaria/publications/world-malaria-report-2018/report/en/.
50
Neves MP, Drumi C (2017) Ethical implications of fighting malaria with CRISPR/Cas9. BMJ Global Health 2:
e000396 DOI:10.1136/bmjgh-2017-000396.
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Nolan T, Crisanti A (2017) Using gene drives to limit the spread of Malaria. The Scientist https://www.thescientist.com/features/using-gene-drives-to-limit-the-spread-of-malaria-32286.
52
Bugge MM, Hansen T, Klitkou A (2016) What is the bioeconomy? A review of the literature. Sustainability 8:
691 DOI:10.3390/su8070691.
53
See: https://www.un.org/sustainabledevelopment/sustainable-development-goals/; Spasic J, Mandic M,
Djokic L, Nikodinovic-Runic J (2018) Streptomyces spp. in the biocatalysis toolbox. Applied Microbiology and
Biotechnology 102: 3513-3536.
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for Economic Cooperation and Development, Paris.
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Current “synthetic biology” applications that are the basis of the bioeconomy are predominantly
microbial (aka industrial biotechnology), for example engineered microorganisms in contained
conditions for the bio-based production of chemicals such as pharmaceuticals, veterinary medicines,
biofuels, food additives, fragrances56, and enzymes for a broad range of industrial uses57. Engineering
of microbial production strains (with or without the use of “synthetic biology approaches”) is aimed
at higher process efficiency, stability of supply, reduced environmental impact, and improved product
quality. As an example, there is a wealth of evidence about the actual utility of microbial
fermentation for the production of enzymes58. Microbially sourced enzymes have been replacing
enzymes sourced from animals and plants due to multiple economic and technical advantages, as
well as reduced environmental impact. Economic advantages are related to the high quantity of
microbial enzymes that can be produced within a short time in a small production facility. This
overcomes the limitations of plant and animal sources that typically show wide variation in yield and
may only be available at certain times of the year 59. Further advantages include reduction of
transport (costs and associated environmental impacts) typically associated with animal and plant
sources which need to be transported to extraction facilities60. Technical advantages of microbial
enzyme production include ease of extraction compared to plant and animal sources, better stability,
as well as the possibility to easily adapt (also with genetic manipulation) to the desired production
process, and ease for scalability thus reducing production footprint compared to plant and animal
sources. For example, microbial production of rennin, a milk-coagulating enzyme used in cheese
manufacture, is considered a significant improvement over the earlier production method that
involved extraction from one organ, the cow’s stomach, and the slaughter of animals61.
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D, Hoyoux A, Lonhienne T, Meuwis M, Feller G (2000) Cold-adapted enzymes: from fundamentals to
biotechnology. Trends in Biotechnology 18: 103-107.
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In the CBD synthetic biology discussions, predictions have been made about negative impacts of biobased production systems on the income and livelihoods of small farmers in developing countries, as
a consequence of production method displacement. For example, it is hypothesized that this will be
the result of synthetic biology-derived products replacing those produced by traditional or “natural”
means, with high profile examples including artemisinin and vanilla/vanillin. For the latter there was
an extended debate in the 2015 synthetic biology online discussions62 that highlighted the
importance of carefully considering the accuracy of information presented the CBD synthetic biology
discussions, and putting the issues into proper perspective. Vanillin63 produced by engineered yeast is
a different product for a different market than vanilla which is obtained from vanilla orchid pods – it
competes with other synthetic vanillin products, of which the majority have been derived from
petrochemicals for decades64. Therefore, in contrast to the claims made, the more complicated
reality appears to in fact promote the objectives of the CBD.

There is a large body of published literature demonstrating the benefits of biotechnology in
agriculture65, including environmental and economic benefits for farmers in both developing and
industrial countries (discussed further in topic C below). Agricultural applications of “synthetic
biology” are described in the following topics (B and C below). In the broadest sense, these generally
include biotech crops with an expanded range of traits compared to those currently commercialized,
and crops with engineered metabolic pathways. The potential economic impact of new agricultural
products for farmers can be extrapolated from existing data demonstrating the actual economic
benefits of biotech crops. The global status of commercialized biotech crops in 2017 reported
adoption in 24 countries, of which 19 are developing countries. Further, more than 18 million farmers
have adopted biotech crops, of which up to 90% are small/poor farmers66. The most studied biotech
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Brief 53-2017.
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crop is Bt cotton, which is grown by more than 15 million smallholder farmers67. The literature shows
that in developing countries, its adoption has generated additional income for the small farm sector
due to higher yields and reduced pesticide input costs, and employment for the landless rural poor
who rely on the labor market for their livelihood68. There is also evidence for improved farmer
education69 and improved economic status for women who are often the most disadvantaged in rural
societies70. Such studies indicate that the adoption of biotechnology/synthetic biology can contribute
to improving the welfare of smallholder farmers, and the broader goals71 of decreasing poverty and
more environmentally sustainable agricultural practices.

B.

New technological developments in synthetic biology since the last meeting of the Ad Hoc
Technical Expert Group in December 2017, including the consideration, among other
things, of concrete applications of genome editing if they relate to synthetic biology, in
order to support a broad and regular horizon scanning process;

SUMMARY “Synthetic biology” applications are typically associated with improved
microbial production (fermentation) processes for a range of products across different
sectors (e.g. pharmaceuticals, flavors, fragrances, industrial enzymes). In applications
intended for environmental release such as plants, “synthetic biology” is typically
associated with “new” or “next generation” products with an expanded range of traits or
more “complex” traits than previous “conventionally” genetically engineered crops (e.g.
herbicide tolerance and insect resistance), or with engineered metabolic pathways for
the production of a product (e.g. oil, sugar). “Old” and “new” engineered crops are
developed using the same established biotech tools, but the latter reflect accumulated
biological knowledge and increasingly sophisticated engineering approaches. These
“new” engineered crops do not present a new challenge in terms of biosafety and they
are within the scope of existing regulatory mechanisms. Recent examples are discussed
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in this section including genome editing and gene drives, which in our view are not
synthetic biology.

The GIC prefaces its response on this topic by clarifying its view that synthetic biology is not a new
scientific field or paradigm. Rather, it is an umbrella term encompassing the continuum of
biotechnological development beginning with the emergence of recombinant DNA technologies in
the 1970s. In the CBD synthetic biology discourse, as well as in the scientific literature, it is apparent
that the term is used to refer to a heterogeneous mix of activities spanning established (and relabelled) biotechnological methods, to more recent biotechnological innovations. Further, there is no
universally acceptable definition of synthetic biology, and given the diversity of technologies and
applications labelled as such it is unlikely that consensus can ever be achieved on one. The GIC
believes that the way that the term “synthetic biology” is used in the CBD discussions and the
scientific literature is synonymous with the CBD definition of “biotechnology”72, and that many things
labelled “synthetic biology” are simply the outcomes of modern biotechnology under a new label.
Nevertheless, we will avoid making distinctions in this submission, with the exception of genome
editing which we insist is not synthetic biology and should not be equated to it.

Earlier CBD submissions73 on synthetic biology have produced extensive lists of new developments
that focus on tools/techniques and methods, accompanied by overblown claims of what they have
already been used to achieve. The GIC cautions against giving credence to information that is
speculative, often exaggerated and potentially damning of “new technology” simply because it is or
appears to be new or novel. We emphasize that a technology in and of itself does not present new
issues, hazards or risks. Further, research ideas, hypotheses, concepts and the like, do not constitute
“new developments” – they do not correspond to fully functional technologies that have been used
to generate organisms that are or will be ready in the foreseeable future for release into the
environment. The GIC continues to be concerned that the CBD synthetic biology discussions have
generally started from the assumption that “new developments” pose imminent danger. This notion
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has steered the debate away from more pragmatic and meaningful assessments of actual needs and
problems.

The GIC has long argued that the synthetic biology discussion is only meaningful when it considers
current or realistically foreseeable concrete applications. We support the open, transparent
collection and sharing of credible scientific information, preferably obtained from peer-reviewed
sources. We also welcome the limitation of this topic to “since the last meeting” of the AHTEG, and
we have limited our own survey to the published literature from late 2017 to the present (in this
topic, and for much of the remainder of our submission). We highlight that “recent technological
developments” was a topic of the previous (2017-2018) work program that was discussed by the
open-ended online forum and by the 2017 AHTEG. The list of “recent developments” in the resulting
AHTEG report74 consists of examples that are not “recent”, and general statements or speculation
about how technologies/techniques might result in certain outcomes.

There appears to be a general consensus in the literature that current “synthetic biology”
applications include microorganisms and plants containing engineered metabolic pathways. These
require the insertion of multiple genes, typically of the genes giving effect to the desired pathway in
other (existing) organisms, and result in a transgenic organism (aka genetically modified
organism/GMO, living modified organism/LMO). The majority of applications using engineered
microorganisms (aka cell factories) are in contained conditions for the production of chemicals75.
More recent “soil microbiome” research that may result in environmental releases of engineered
microorganisms is aimed at improving nitrogen fixation in cereal crops, thereby reducing the need for
fertilizer application76. Engineered plants may be used for the production of oils and sugars77. An
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actual current example is oilseed rape modified for omega-3 oil content, with the first regulatory
approvals obtained in 2018 for its release into the environment78.

Other “synthetic biology” examples in plants are those involving perceived “complex” traits, which
like metabolic engineering, require the introduction of multiple genes. Reported areas of research
include photosynthetic efficiency (higher efficiency that could lead to reduced cultivation area),
water and nutrient use efficiency (reduced impact on the environment by agriculture), pest and
disease resistance (reduction of pesticide use), increased yield, and nutritional enhancements79. In
recently reported developments in photosynthetic efficiency (which is an example of metabolic
pathway engineering), engineered photorespiratory pathways in tobacco resulted in productivity
increases of more than 40% in field trials80, and an engineered “chloroplastic photorespiratory
bypass” resulted in increased biomass and nitrogen content in rice plants in glasshouse and field
conditions81.

The “synthetic biology” label also appears to be broadly applied to any engineered plant that is not
colloquially considered to be the result of “conventional” genetic engineering, which is also
understood as the long-commercialized biotech crops with herbicide tolerance or insect resistance
traits. A popular example for this discrimination is bioluminescent trees, which are developed using
the same routine and well-established technology82. Recent proof-of-concept “transgenic” or
“genetically modified” developments in plants include houseplants (pothos ivy) engineered to
express a protein to detoxify the hazardous organic compounds, chloroform and benzene83; and
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engineered “containment” (sterility) traits developed in poplars for the purpose of preventing the
spread of transgenic trees beyond forestry plantations84. More early stage research includes the
development of transgenic blue roses85. A hypothetical application is the production of “chili”
tomatoes, where scientists propose to increase the expression of capsaicinoids (the metabolites
responsible for the pungency of Capsicum species) genes in tomatoes86.

The microbial and plant synthetic biology (and transgenic/genetically modified) applications have
been developed using established state of the art recombinant DNA tools. It is the approach used
and/or application that may be described as “new”, and this capability reflects the accumulated
knowledge and increasingly sophisticated understanding of biology and the associated possibilities
for biological engineering87. For example, in the recent photorespiratory pathway work, the tools
included the model plant tobacco, which was used due to the existence of high-efficiency
transformation protocols, multigene constructs were developed using established Golden Gate
cloning procedures, and standard Agrobacterium transformation was used. The “new” approach
involved using modelling of three different photorespiratory pathways, and 17 multigene constructs
with different promoter gene combinations were designed to test them88. In more conceptual
disease resistance work, a model of the Arabidopsis pathogen defense network containing the key
genes determining susceptibility to Botrytis cinerea was developed for the purpose of designing and
testing a genetic defensive feedback control system89.
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Genome editing
The GIC questions the focus on “genome editing” in the CBD synthetic biology discourse. While this
term is less ambiguous than synthetic biology, it also encompasses a broad category of technologies
and potential outcomes. The technologies are enabling tools that, like other “older” (or established)
technologies, may be used in various applications. Many of the “new developments” in genome
editing are aimed at clinical applications (e.g. gene therapy), which may eventually be used in other
applications, including crop breeding. In crops which are one of the most foreseeable applications of
genome editing, the outcomes of genome editing range from mutations, which are comparable to
the outcomes of conventional breeding, to targeted gene insertions, which are comparable to
transgenic crops90. Therefore, we do not believe that genome editing in plants represents a
fundamental change from existing technologies and it should not be singled out in the CBD synthetic
biology discussions. We would also add that for established technologies, extensive evidence exists
regarding actual environmental impacts and these can be easily extrapolated and used for the
evaluation of gene edited crops (see topic C below).

The GIC believes that there is misunderstanding and misinformation concerning genome editing in
the CBD synthetic biology discussions. As indicated above, in our view genome editing results in two
types of outcomes in plants – transgenic organisms (LMOs) and mutant organisms (not LMOs), and
none of these constitute “synthetic biology”. In regard to the types of mutations, to date the
predominant use of genome editing in plants is for generating deletions (aka “knock-outs”) that
result in loss of gene function (by preventing expression of a protein). These types of mutations are
considered equivalent to those which can arise via spontaneous mutations in plant genomes, and/or
through the use of “conventional” (non-biotech) plant breeding tools, e.g. induced mutagenesis
(irradiation or chemical)91. Induced mutagenesis techniques have been used since the 1950s92 to
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develop 3283 officially released cultivars in more than 200 plant species93. The resulting mutations
include deletions ranging in size from tens to millions of base pairs, and rearrangements that include
inversions and chromosomal translocations94. Limitations of this approach are that large populations
of mutagenized plants must be screened in order to select for the desired changes, and generations
of crossing may then be needed to segregate away unwanted mutations95. These limitations are
overcome by genome editing techniques that allow for precise targeting of genome sequences for
deletions or nucleotide substitutions and reduce or avoid the need to perform several generations of
backcrossing.

The 2017 AHTEG report refers specifically to “gene editing” tools that enable the “simultaneous
targeting of multiple sites, or multiplexing, within a genome in one step”96. This also appears to be
the basis for inclusion of genome editing as a synthetic biology development by the Scientific
Committees advising the European Commission97. The ability to “multiplex” or “co-edit” is regarded
as a major advantage of the genome editing technology known as CRISPR98, and to date it has
primarily been used to generate knock-outs, e.g. in bacterial genomes (e.g. Streptomyces99, E. coli100)
and yeast101. A valuable application of this approach is the generation of mutant libraries, which are
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an essential tool for studying gene function, and in particular for discovering the role of previously
uncharacterized genes and connecting them to biological pathways102.

The use of CRISPR-based multiplex genome editing to generate knock-outs in plants has been
reported, e.g. in Arabidopsis, rice, maize103, sorghum104 (enhanced nutritional quality), wheat105, and
tomato106. For example, in sorghum, the co-editing of a multigene family for loss of function resulted
in reduced kafirin content and improved grain quality and digestibility107. In hybrid rice, co-editing of
four genes resulted in plants that could propagate clonally through seeds, with this approach having
the potential to enable the self-propagation of elite F1 hybrids in other crops108. In tomato, co-editing
of six genes for loss of function in a wild relative resulted in the introduction of key features of
domesticated tomato, including fruit size, shape, number, lycopene content, and compact plant
growth109. Also, the simultaneous generation of point mutations involving the insertion of one or two
nucleotides (for loss of function) has been reported in Arabidopsis and rice110.

The types of mutations generated with these applications of genome editing can also be achieved
using conventional breeding techniques, including induced mutagenesis, however as noted above
these approaches result in random mutations. The possibility to target different loci simultaneously
can speed up the breeding time due to the reduction of the number of generations needed for trait

102

Ibid.
Borrelli VMG, Brambilla V, Rogowsky P, Marocco A, Lanubile A (2018) The enhancement of plant disease
resistance using CRISPR/Cas9 technology. Frontiers in Plant Science 9: article 1245 DOI:
10.3389/fpls.2018.01245.
104
Li A, Jia S, Yobi A, Ge Z, Sato SJ, Zhang C, Angelovici R, Clemente TE, Holding DR (2018) Editing of an alphakafirin gene family increases digestibility and protein quality in sorghum. Plant Physiology 177: 1425–1438.
105
Sánchez-León S, Gil-Humanes J, Ozuna C V, Giménez MJ, Sousa C, Voytas DF, Barro F (2017) Low-gluten,
nontransgenic wheat engineered with CRISPR/Cas9. Plant Biotechnology Journal 16: 902-910.
106
Zsögön A, Čermák T, Naves ER, Notini MM, Edel KH, Weinl S, Freschi L, Voytas DF, Kudla J, Peres LEP (2018)
De novo domestication of wild tomato using genome editing. Nature Biotechnology DOI: 10.1038/nbt.4272.
107
Li A, Jia S, Yobi A, Ge Z, Sato SJ, Zhang C, Angelovici R, Clemente TE, Holding DR (2018) Editing of an alphakafirin gene family increases digestibility and protein quality in sorghum. Plant Physiology 177: 1425–1438.
108
Wang C, Liu Q, Shen Y, Hua Y, Wang J, Lin J, Wu M, Sun T, Cheng Z, Mercier R, Wang K (2019) Clonal seeds
from hybrid rice by simultaneous genome engineering of meiosis and fertilization genes. Nature Biotechnology
DOI: 10.1038/s41487-018-0003-0.
109
Zsögön A, Čermák T, Naves ER, Notini MM, Edel KH, Weinl S, Freschi L, Voytas DF, Kudla J, Peres LEP (2018)
De novo domestication of wild tomato using genome editing. Nature Biotechnology DOI: 10.1038/nbt.4272.
110
Ma X, Zhang Q, Zhu Q, Liu W, Chen Y, Qiu R, Wang B, Yang Z, Li H, Lin Y, Lin Y, Xie Y, Shen R, Chen S, Wang Z,
Chen Y, Guo J, Chen L, Zhao X, Dong Z, Liu Y-G (2015) A robust CRISPR/Cas9 system for convenient, highefficiency multiplex genome editing in monocot and dicot plants. Molecular Plant 8: 1274–1284.
103

24

introgression and trait pyramiding, and opens up the possibility to overcome limits of meiotic
recombination in breeding lines111. Co-editing is considered particularly useful for targeted mutations
for achieving loss of function in crops with large and highly polyploid genomes with multiple gene
copies as they are not readily amenable to conventional mutagenesis techniques. For example, the
use of CRISPR in wheat to simultaneously edit three homeologs of the Ms45 gene was reported to
result in male sterility112, and targeting the multiple copies of gliadin genes showed potential for
producing hypoimmunogenic (gluten) wheat113. The use of a different technology (Transcription
activator-like effector nuclease, TALEN) was reported in sugarcane for the co-editing of more than
100 copies/alleles of one gene, the lignin biosynthetic gene caffeic acid O-methyltransferase114.

An area of genome editing that rose in prominence from late 2017 is base editing for generating
single point mutations, e.g. C to T or A to G conversions. The use of CRISPR-based base editing is
considered to have great potential for the treatment of human diseases, since most clinically relevant
mutations are point mutations115. In crops, base editing has been demonstrated in Arabidopsis,
Brassica napus116, rice117, and wheat118. These mutations can also be achieved using conventional
breeding techniques, however base editing allows for high precision in targeting specific genomic
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sequences. We once again clearly state, genome editing is not synthetic biology and should not be
equated to it, and mutants developed using genome editing are not LMOs.

Gene drives
As discussed above in topic A, gene drives are a major topic in the CBD synthetic biology discussions.
Organisms containing engineered gene drives are developed using genome editing technologies,
most commonly CRISPR. The GIC is of the view that organisms containing gene drives are LMOs that
are within the scope of existing biotech regulatory mechanisms. Since 2015, proof of concept has
been established for CRISPR-based gene drives in yeast (Saccharomyces cerevisiae), fruit flies
(Drosophila melanogaster), and two species of mosquitoes (Anopheles stephensi, Anopheles
gambiae) that are vectors of infectious human diseases119. More recently in July 2018, there were
media reports of gene drives being tested in mammals (mice) for the first time, to manipulate coat
colour. This was widely heralded as a step towards using gene drives to eradicate invasive animals
such as rodents120, however this work was not a proof of concept in a mammalian system and the
research community has itself stated that they are several years away from this121. The report noted
that many technical hurdles were encountered and much more work is needed before gene drives
could be considered for population control in mammals122.

Other potential applications of gene drives that have been raised in the CBD synthetic biology
discussions include agriculture, e.g. by reversing pesticide and herbicide resistance in insects and
weeds123, or controlling insects that are vectors of crop diseases124. In a recent development, the
creation of an engineered gene drive system was reported in a major worldwide pest of soft-skinned
119
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fruit crops, Drosophila suzukii125. The authors highlighted the need for further research into the
fitness cost of the drive and its ability to spread, and that resistance could be a major obstacle to the
utility of the gene drive126. As discussed at length under topic A above, claims regarding the potential
applications and impacts of gene drives need to be tempered by consideration of the status and
realities of technology development.

In another recent development, a CRISPR-based approach was reported as a “next generation”
Sterile Insect Technology (SIT). The described technology is based on knock-out mutations, with the
simultaneous disruption of genes essential for female viability and male fertility resulting in the
release of eggs from which sterile males emerge. This technology is reported to not have a
detrimental impact on the fitness or competitiveness of sterile males, which is an improvement on
the range of classical SIT and other methods (including induced mutagenesis) that are still used for
insect population control, some of which date back to the 1930s (e.g. chromosome translocations,
chemosterilants, irradiation, antibiotics, and bacterial infections). The reported method therefore has
the potential for improved population control compared to existing approaches127.

C.

The current state of knowledge by analysing information, including but not limited to peerreviewed published literature, on the potential positive and negative environmental
impacts, taking into account human health, cultural and socioeconomic impacts, especially
with regard to the value of biodiversity to indigenous peoples and local communities, of
current and near-future applications of synthetic biology, including those applications that
involve organisms containing engineered gene drives, taking into account the traits and
species potentially subject to release and the dynamics of their dissemination
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SUMMARY The potential positive impacts and potential negative impacts of synthetic
biology have been discussed at length as requested in several COP decisions. Our view is
that LMOs developed using “synthetic biology” that are currently released into the
environment, or will be released in the foreseeable future, do not require fundamental
changes in regulatory approaches compared to LMOs developed to date, nor do they pose
novel biosafety risks. A wealth of evidence exists demonstrating the positive environmental
impacts of LMOs released into the environment over more than two decades. From these,
predictions can be made about the potential positive impacts of LMOs developed using
synthetic biology approaches.

The opportunity to improve human health, the environment and social welfare is a driver of
technological development. This is evident in the examples and literature we have cited for potential
and actual applications aimed at improving the sustainability and efficiency of production processes
and agricultural practices. The literature also provides credible evidence of benefits from actual
applications of biotechnology and strong indications about the potential benefits from products early
in development128. As we have stated here and previously, in our view, “synthetic biology”
applications in crops (organisms for which we have the most experience with releases into the
environment) do not result in organisms that are fundamentally different from currently
commercialized biotech crops. In the GIC’s 2017 CBD synthetic biology submission129 we elaborated
on the substantial body of published evidence on the actual positive environmental impacts of
biotech crops130, including131:
▪ Improved soil fertility;
▪ Reduced chemical inputs;
▪ Reduced fossil fuel use;
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▪ Reduced impacts on non-target organisms;
▪ Area-wide pest suppression;
▪ Decreased CO2 emissions;
▪ Increased efficiency of water use;
▪ Higher yields.

The potential benefits of “new” applications that have been proposed include those listed above, as
well as disease and pest resistance, nitrogen use efficiency (reduced fertilizer use), improved quality
(e.g. flavor, fibre quality), and improved processing characteristics132. Recent examples include the
photosynthetic efficiency work discussed above (topic B) that is aimed at higher crop productivity
(yield)133, and biofortified crops to address micronutrient deficiencies134.

Evidence also exists for the human health and safety, and socio-economic benefits of commercialized
biotech crops135. The human health aspect has been focused on establishing safety, and scientific risk
assessment has overwhelmingly demonstrated that these crops are as safe and nutritious as their
conventional (non-biotech) counterparts for human consumption136. Socio-economic benefits include
demonstrated income gains for farmers in both developing and industrial countries as a result of
yield and production gains and cost savings137 (discussed above in topic A).
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The potential positive impacts of gene drives are discussed above under topic A, and we have
focused on the most foreseeable applications of mosquito control and the strong case for potential
public health benefits (see Topic A, paragraph 12 criterion (f)). There is also a strong case for
proposed conservation applications of gene drives, in particular for the control of invasive species
(e.g. mice and rats) on islands138. The reported anticipated benefits of gene drives as a rodent
eradication method include species specificity, lack of toxicant use, and they are relatively humane as
animals are not killed139. Other control methods such as mechanical traps also lack species
specificity, are labour intensive, and are insufficient for eradication programs without the use of
additional methods140.

The focus on islands for eradication programs is due to their higher biodiversity compared to
mainlands, and the disproportionate effect of introduced species on native wildlife evident in high
rates of extinction and critically endangered species141. The isolated nature of islands is also
considered to be an advantage for managing gene drives, particularly islands without human
inhabitants, and for ground dwelling animals, however it is recognized that gene flow between
geographically separate populations of the target species needs to be understood142. Research in
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mammalian conservation applications of gene drives is in its infancy and a proof-of-concept of a gene
drive in a mammalian system has not yet been reported, however the research community is actively
identifying knowledge gaps to direct future research143. It is interesting to note that malaria control
extends to conservation, with a proposed gene drive application the control of mosquitoes to
prevent the transmission of avian malaria144.

D.

Living organisms developed thus far through new developments in synthetic biology that
may fall outside the definition of living modified organisms as per the Cartagena Protocol.

SUMMARY The GIC is of the view that all examples of engineered organisms discussed
in this submission, with the exception of mutants developed using genome editing, are
LMOs as defined by and within the scope of the Cartagena Protocol. Examples that have
been discussed in this context in the CBD synthetic biology discussions also include
protocells and orthogonal biological systems using alternative nucleotides (xenobiology).
Protocells remain non-living according to the definitions of the Cartagena Protocol and
outside of its scope. For xenobiology, the technology is in the very early stages of
development, but the use of synthetic nucleotides (XNA) does not exclude it from the
scope of the Cartagena Protocol.

The GIC notes that previous online discussions in 2015145 and 2017146, and the AHTEG meetings of
2015147 and 2017148, considered this topic. The GIC made submissions to that work, and its views
have not changed in relation to new developments – living organisms already developed or currently
under research and development through techniques of “synthetic biology” are LMOs as defined by
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the Cartagena Protocol. Further, “synthetic biology” is within the scope of “biotechnology” as defined
by the CBD, and “modern biotechnology” as defined by the Cartagena Protocol. Therefore, we
believe that all of the examples discussed in this submission, with the exception of mutants
developed using genome editing, are LMOs per the Cartagena Protocol. As we have noted above,
we do not consider it appropriate to include genome editing in the synthetic biology discussions, and
that we consider certain organisms developed with the use of genome editing to be similar to those
developed using conventional (non-biotech) methods, and these are not LMOs.

A question that both AHTEGs on synthetic biology addressed was the status of protocells. The report
of the AHTEG meeting of 2015 stated that “there are cases in which there may be no consensus on
whether the result of a synthetic biology application is “living” or not (for example, protocells)”. The
AHTEG meeting of 2017 agreed that “techniques involving cell-free systems did not result in the
development of living organisms” and that “to date, protocells that were capable of replicating
genetic material did not exist and, as such, were not living organisms”. Furthermore, should protocells
capable of transferring or replicating genetic material be developed in the future, the AHTEG noted
that “those might be regarded as LMOs”. No new evidence has been presented since that AHTEG
meeting that changes that conclusion.

Another area of basic research, which has been monitored in the CBD synthetic biology discussions, is
the use of synthetic nucleotides to create orthogonal biological systems, termed xenobiology.
Currently, research in this area is at an early stage and aimed at engineering microbial systems for
the production of new or technically challenging biochemicals, and it is also promoted in the
literature as providing new tools for studying the origin of the genetic code and life itself. A hallmark
of xenobiology is the engineering and expansion of the genetic code with alternative chemical
structures termed Xeno-DNA (XNA) for the purpose of increasing chemical diversity beyond the 20
canonical (naturally occurring) amino acids. A recent example, which is also one of the first
applications of xenobiology in medicine, is the development of semi-synthetic interleukin-2 (IL-2) for
the treatment of solid tumors, with evidence indicating the potential for reduced toxicity-associated
side effects in patients149.
149
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Our view is that current applications of xenobiology are within the scope of the Cartagena Protocol,
provided that they result in a “living organism” (i.e. are “capable of transferring or replicating genetic
material”) as defined. The development of stably propagating E. coli containing synthetic nucleotides
was reported for the first time in 2014150, but the development of a higher organism for intended
release into the environment remains a hypothetical application. We note that the use of synthetic
nucleotides does not exclude xenobiology from the CBD definition of “genetic material”, which
includes “material of plant, animal, microbial or other origin”.
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